Genetic Analysis Workshop II: results of segregation analyses using POINTER and linkage analyses using LIPED.
Genetic Analysis Workshop II Problems 2 and 3 were analyzed using the segregation analysis program, POINTER and the linkage analysis program LIPED. Results of the segregation analyses were acceptable with respect to both parameter estimation and hypothesis testing. Results of the linkage analyses were also good. Although it was noted that the linkage and population association data were sometimes compatible with more than one hypothesis, the correct relationships among the trait and marker loci were generally among those found compatible with the data.